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| Abstract

Despite being better known for its merit for allowing high-risk individuals to
take early preventive measures, BRCA1/2 gene mutation test may also benefit
breast cancer patients in terms of treatment decision making and prognosis.
Clinically, the timing of this particular test varies on a case-by-case. For example,
the BRCA1/2 gene mutation test may be performed at diagnosis or the onset
of metastatic disease for TNBC patients, whereas HER2(-) ER/PR(+) patients
may consider undergoing this test after having exhausted all hormone therapy
options. Factors such as age of diagnosis, family history, and disease subtype
could be taken in to account to maximize test cost-effectiveness. However, 66.7%
physicians suggest performing BRCA1/2 testing to identify if patients are eligible
for PARP inhibitor, while 33.3% physicians suggest patient's age of diagnosis
and family history should considered. With regard to testing specification, while
a multi-gene panel may provide additional cancer genetic information, BRCA1/2
gene mutation test may be sufficient for the purpose of treatment guidance.
Nevertheless, the test should detecting large DNA fragment rearrangement/
variation. For individuals with variants of uncertain significance (VUS) reports,
basically the treating physician would explain the implication of such a finding
to patients or referring them to a genetic counseling clinic. Laboratories are
responsible for performing annual database check for VUS reclassification, and
notifying treating physicians or the medical institution of the updates so they may
contact the patients. In view of the fact that genetic counseling is expected to play
an integral role in BRCA1/2 testing, hopefully further discussions and consensus
meetings in the scope of cancer genetic counseling could be arranged in Taiwan.
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